At the end of 2019, the SARS-CoV-2 induces an ongoing outbreak of pneumonia in 9 China 1 , even more spread than SARS-CoV infection 2 . The entry of SARS-CoV into 1 0 host cells mainly depends on the cell receptor (ACE2) recognition and spike protein 1 1 cleavage-induced cell membrane fusion 3,4 . The spike protein of SARS-CoV-2 also 1 2 binds to ACE2 with a similar affinity, whereas its spike protein cleavage remains 1 3 unclear 5,6 . Here we show that an insertion sequence in the spike protein of 1 4 SARS-CoV-2 enhances the cleavage efficiency, and besides pulmonary alveoli, 1 5
1 5
shown in Feature plots and violin plots. We used "Quantile normalization" in the R 1 package preprocessCore (R package version 1.46.0.
2 https://github.com/bmbolstad/preprocessCore) to remove unwanted technical 3 variability across different datasets. The data were further denoised to compare the 4 gene expression levels of gene signature. 2  0  1  9  n  o  v  e  l  c  o  r  o  n  a  v  i  r  u  s  i  n  d  i  c  a  t  i  n  g  p  e  r  s  o  n  -t  o  -p  e  r  s  o  n  t  r  a  n  s  m  i  s  s  i  o  n  :  a  1   s  t  u  d  y  o  f  a  f  a  m  i  l  y  c  l  u  s  t  e  r  .  L  a  n  c  e  t  ,  d  o  i  :  1  0  .  1  0  1  6  /  s  0  1  4  0  -6  7  3  6  (  2  0  )  3  0  1  5  4  -9  2   (  2  0  2 
